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WGS
Genome DNA.

plasmid mz1pg ¢=12.5ng/pL

RNA-Seq (Transcriptome)

7L ST IEH

Human/mouse
m=0.2 ¢=10 ng/pL
Total RNA H =
Human blood
m=0.5 ¢=40 ng/pL
Total RNA Ha =

- RIN=7.0
Other anlmal_ Total RNA m=0.44g  c210 ng/pl
(except insect) . The baseline is smooth;
o 5S peak is not high

Meta Total RNA mz1pg  c240 ng/pL
Plant Total RNA m=0.4ug  c210ng/uL  RIN26.0
Fungi Total RNA m=1pyg  ¢c240ng/uL  RIN=6.5
Insect
m=0.4 c=10 ng/pL The baseline is smooth; 5S peak is not high
Total RNA K 9/u ine i peak i ig
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